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Abstract:
spectrometry (MALDI-TOF MS) for rapid determination of single nucleotide polymorphisms (SNPs)
Methods The DNA fragment containing 2 SNPs of apoE (334 T/C and 472 C/T)

was amplified using polymerase chain reaction (PCR). Purified product was utilized as the template in

Objective  To use matrix-assisted laser desorption/ionization time-of-flight mass

on apok gene.
primer extension (PEX). The small products of allele-specific reaction were purified and measured by

MALDI-TOF MS.  Result
genotyped with this method (total 5 types).

Blood samples from unrelated 50 persons from Guangdong area were
It was found that apoEX3/3 was 74. 00% . The highest
allele (£3) frequency distribution was 87.00% . Conclusion The analysis is highly accurate and can
be applied to clinic practice.
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Table 2 Allelic variations in the gene coding for apoE
Table 1 apoE primers and extension products SNPs site Variation Alleles
Primer 1D Sequence of primer/extension product Mass(ku) Variation apob-334 T
apoE-334 geggacatggaggacgly 5630 apoE-472 T &2
geggacatggaggacgtgddC 5902 apoF-334 T
geggacatggaggacgtgTddG 6245 apob-472 C &3
apoE-472 galgecgatgacclgcagaag 6 482 apoE-334 C
gatgecgatgacctgeagaagddC 6 754 C apoE-472 C &4
gatgeegaigacetgeagaaglddG 7098 SNP: single nucleotide polymorphism
A B
700 > % 700 - © © o >
i 3 © © © [
600 600 i
! | ‘
: 500 apab 1112 /_: 500 |
E 3
- P ; ok 158
Z 400 | apek 158 % 400 | MM v
g S
£ = :
300 - ] dT+ddG I
300 J dT+ddG
| ddC
200 1 ‘ 200 | :
; | | |
004y ’w wy L L
’ , | o i
U st il
o TOREAMmart b il s o
5700 6200 6700 7200 5700 6200 6700 7200
m/z m/z
C D
700 ] e ~ [ w 700 - : g : f :
. . ; 8
I8 5 § & - 8 8 g § &
600 1 o © © © 600 - ;
- | 7
= 5001 = 500 4
8 ] - 2 :
= 0 i apdk 158 = < apoE 138
z 0-j Z 400 | apok 1112
= I apaiiin2 E : )
300 } ddC 300 - ‘
‘ |
200 dT+ddG | ) |
: 00 - | adc
' | ‘ ddC  dT+ddG
100 - ‘

]
100 ] !
lw i ‘Jw,h‘ | J Lo “ ‘
o AP s

6700

5700 6200 7200
m/z
1  apoE SNPs

Fig. 1

] |
j ‘ ‘ # ‘l
0 éWMWWW e b

5700 6200

m/z

6700

MALDI-TOF MS/PEX
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MALDI-TOF Ms/PEX spectra of 2 SNPs in the apoE gene (mass charge ratio: m/z)

MALDI-TOF: matrix-assisted laser descorption/ionization time-of-flight; PEX: primer extension; SNP: single nucleotide polymorphism
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